AVENIO ctDNA and Tumor Tissue Expanded Panel (Roche

This 77-gene panel, which comes with the AVENIO ctDNA Expanded Kit and the AVENIO Tumor Tissue Expanded Kit, contains 17 biomarkers in the
U.S. National Comprehensive Cancer Network (NCCN)* and other guidelines, plus 60 additional biomarkers investigated in clinical trials.
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All coding regions are based on the longest transcript from Ensembl build 82.
* National Comprehensive Cancer Network. http://www.nccn.org. October 15, 2016.

1 Indels are limited to variants in a pre-specified list of positions, referred to as “Loci of Interest”, except for EGFR exon 19 long deletions, EGFR exon 20 long insertions and MET long insertions, which are not restricted to a pre-defined set of Indels.
§ Detection of Fusions and CNVs are limited to variants in a pre-specified list of positions, referred to as “Loci of Interest” in the AVENIO analysis software.
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Genes in the AVENIO ctDNA and Tumor Tissue Expanded Panel

(]

Lung Adenoid
DDR2 ° Cystic Carcinoma

DPYD** ° °

EGFR ° ° ° ° °
ERBB2 o ° ° ° ° ° ° ° °
ESR1 °

MDS, Mantle Cell
EZH2 Lymphoma, CML, DLBCL,
Cholangiolocellular Carcinoma

Endometrial, T-ALL,

FBXW7 ° ° Lymphoblastic Leukemia
FGFR1 [} [} MPN, NHL, Salivary Adenoma
FGFR2 [} [} [ ] Endometrial
i) C C ?J/Ier\rﬂ\/’i(-:r;ilc,:?l'ltleslj[?,:lqjﬁ)ahrog(la'i'
FLT1 CNS Hemangiomas
FLT3 AML, ALL
FLT4 Soft Tissue Sarcoma
GATA3 ° RCC
GNA11
GNAQ
GNAS [} Pituitary Adenoma
IDH1 o AML
IDH2 ° AML
JAK2 ALL, AML, MPN, CML
e
KDR [} Angiosarcoma
KEAP1
AML, Testicular Germ
KIT o Cell Tumors, GIST, Thymic o o

Carcinoma

All coding regions are based on the longest transcript from Ensembl build 82.

“ Inactivating mutations are associated with sensitivity to fluoropyrimidines.

"Kavuri et al. Cancer Discovery 8: 832-41 (2015). PMID: 26243863.
¥ Indels are limited to variants in a pre-specified list of positions, referred to as “Loci of Interest”, except for EGFR exon 19 long deletions, EGFR exon 20 long insertions and MET long insertions, which are not restricted to a pre-defined set of Indels.
§ Detection of Fusions and CNVs are limited to variants in a pre-specified list of positions, referred to as “Loci of Interest” in the AVENIO analysis software.
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All coding regions are based on the longest transcript from Ensembl build 82
¥ Indels are limited to variants in a pre-specified list of positions, referred to as “Loci of Interest”, except for EGFR exon 19 long deletions, EGFR exon 20 long insertions and MET long insertions, which are not restricted to a pre-defined set of Indels.

§ Detection of Fusions and CNVs are limited to variants in a pre-specified list of positions, referred to as “Loci of Interest” in the AVENIO analysis software.
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All coding regions are based on the longest transcript from Ensembl build 82.

"t Certain variants are associated with sensitivity to irinotecan.

t Indels are limited to variants in a pre-specified list of positions, referred to as “Loci of Interest”, except for EGFR exon 19 long deletions, EGFR exon 20 long insertions and MET long insertions, which are not restricted to a pre-defined set of Indels. ' ‘
§ Detection of Fusions and CNVs are limited to variants in a pre-specified list of positions, referred to as “Loci of Interest” in the AVENIO analysis software. 4 d
§§ Indel for TP53 is called for tissue only, not plasma.
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